S1. Acute clinical MRI ratings
1 Acute clinical scans were available for 23/24 patients. T2 signal intensity and volume were 2 evaluated in these MRIs. Diffusion was evaluated in 17 patients. The consultant 3 neuroradiologist (FS) graded T2 signal intensity (1 = normal, 2 = high, 3 = very high), volume 4
(1 = very atrophic, 2 = mildly atrophic, 3 = normal, 4 = enlarged, 5 = very enlarged) and 5 diffusion (1 = normal, 2 = facilitated, 3 = restricted) of both left and right hippocampi. 6 Resting-state fMRI preprocessing and connectivity analyses were conducted using the CONN 2 toolbox version 17.f (https://www.nitrc.org/projects/conn) [22] for 23/24 patients and 30/33 3 controls (4 datasets were discarded due to acquisition errors and/or movement). Functional 4 scans were spatially realigned to correct for interscan movement and were slice time-corrected. 5
S2. Research Scan Procedures
The structural MRIs and the manually-delineated MTL structures were coregistered to the 6 functional images. Structural images were segmented and normalized along with functional 7 images to the MNI reference brain, followed by motion outlier detection (ART-based 8 scrubbing voxel that characterizes its functional connectivity with the rest of the brain. In the first PCA 4 step, separately for each subject, a default number of 64 PCA components were retained 5 while characterizing each subject's voxel-to-voxel correlation structure. The resulting 6 component scores were then stored as first-level voxel-to-voxel covariance matrices for each 7 subject. In the second PCA step, separately for each voxel and jointly across subjects, the 5 8 strongest components were retained from a principal component decomposition of the 9 between-subjects variability in seed-to-voxel connectivity maps between this voxel and the rest 10 of the brain, in keeping with a conventionally used conservative 1:10 ratio between the 11 number of components extracted and the number of subjects (n = 53 
S7. Statistical Analysis 1
Non-imaging statistical analyses were performed using SPSS (v.25.0, SPSS Inc). Variance 2 homogeneity was assessed using Levene's test, and normal distribution using the Shapiro-3 Wilk test. Parametric (Student t-test; Welch t-test used when the assumption of homogeneity 4 of variances was violated) and non-parametric tests (when the assumption of normal 5 distribution was not met in a group: Mann-Whitney U for controls vs. patients, and Kruskal-6
Wallis H for patients with bilateral vs. unilateral vs. no hippocampal atrophy) were used 7 appropriately. To compare neuropsychological test performance between groups, age-scaled, 8 standardized scores were used for independent samples comparisons. The relationship of 9 composite memory scores with GM volumes and functional connectivity measures was 10 investigated with bivariate correlation analyses, using Pearson r and Spearman's (when 11 variables were not normally distributed). Correction for multiple testing for non-imaging data 12 was applied using the Holm-Bonferroni sequential correction method [24] . 
